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import numpy as np

import pandas as pd

import warnings
warnings.filterwarnings('ignore')
import matplotlib.pyplot as plt
/matplotlib inline

import seaborn as sns

features = ['type', 'cap-shape','cap-surface', 'cap-color', 'bruises?
~','odor','gill-attachment', 'gill-spacing',
(]
~'gill-size','gill-color', 'stalk-shape', 'stalk-root', 'stalk-surface-above-ring', 'stalk-surfa
(]
~'stalk-color-above-ring', 'stalk-color-below-ring', 'veil-type', 'veil-color', 'ring-number','r
'spore-print-color', 'population', 'habitat']

df = pd.read_csv('agaricus-lepiota.data', names=features)
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[26]: df.drop(columns = ['veil-type'l], inplace = True)

[27]: categorical = df.select_dtypes(include = "object").columns
for i in categorical:
print (df [categorical] [i] .value_counts())
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[5]: sns.countplot(df['type'])

[6]: <AxesSubplot:xlabel='type', ylabel='count'>
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[29]: sns.countplot(df['gill-size'])

[29]: <AxesSubplot:xlabel='gill-size', ylabel='count'>

gill-size



[37]: plt.figure(figsize=(18,15))

plt.subplot(3,3,1)
sns.countplot(df ["gill-color"])

plt.subplot(3,3,2)
sns. countplot (df ["cap-color"])

plt.subplot(3,3,3)
sns. countplot (df ["population"])

plt.subplot(3,3,4)
sns.countplot (df ["habitat"])

plt.subplot(3,3,5)
sns.countplot (df ["odor"])

plt.subplot(3,3,6)
sns.countplot (df ["cap-shape"])

plt.subplot(3,3,7)
sns.countplot (df ["veil-color"])

plt.subplot(3,3,8)
sns.countplot (df ["spore-print-color"])

plt.show()
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[47]: plt.figure(figsize=(18,15))

plt.subplot(4,3,1)
sns.countplot(data = df, x = 'gill-color', hue

ltypeu)

plt.subplot(4,3,2)
sns.countplot(data = df, x = 'cap-color', hue = 'type')

plt.subplot(4,3,4)
sns.countplot(data = df, x = 'population', hue

ltypel)

plt.subplot(4,3,5)
sns.countplot(data = df, x = 'habitat', hue = 'type')

plt.subplot(4,3,7)
sns.countplot(data = df, x

'odor', hue = 'type')

plt.subplot(4,3,8)
sns.countplot(data = df, x

'cap-shape', hue = 'type')
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Bulff gill color is highly poisonous and brown gill color mushrooms are most edible.

several type mushrooms are poisonous.

foul odour mushrooms are highly poisonous and no odour are most edible ones.

white veil-color is least preferred as it contains both edible and poisonous types mushrooms
in it.

Black and brown spore-print-color mushrooms are edible, whereas chocolate and white are
poisonous.
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