»J File Edit Selection View Go Run Terminal Help housing.html - Visual Studio Code DQomop - o X

@ EXPLORER ® australiahousing.py ¢ h.html 9+ » hou + X B3 [@ s
» NO FOLDER OPENED C > Users > laksh

p » OUTUNE 1 meta charset=utf-B><meta name=viewport content="width=device-width, ¥
> TIMELINE meta name=description content="Profile report generated by YData!

o meta name=author content="YData and the open source community."><meta

6_9 ing v name=url content=https://github.com/ydataai/

meta name=date content=" le»Pandas Profiling Report«
™ | 1
ﬁ/

PROBLEMS (20 LITPLIT ; NS TERMINAL +v A X
A Export report to file: 1ea'£|_| 1/1 |ae:aa<aa:ea, 58.25it/s] 1¥ Python Deb...
PS C:\Users\laksh\Downloads> c¢:; cd 1 ] i FE\Wi [3) Python
index TID breadcrumb ... bathroom_count parking_count RunDate
e © 1358988 Buy>NT>DARWIN CITY ... 1.8 1.8 2022-85-27 15:54:05
1 1 1358989 Buy>NT>DARWIN CITY ... 2.8 2.8 2022-85-27 15:54:05
2 2 1358990 Buy>NT>DARWIN CITY ... 1.8 1.6 2022-85-27 15:54:05
E 3 1358991 Buy>NT>DARWIN CITY ... 1.8 0.8 2022-85-27 15:54:85
4 4 1358992 Buy>NT>DARWIN CITY ... 2.0 2.6 2022-85-27 15:54:05
995 995 1351983 Buy>NT>DARWIN ... 3.e 6.8 2022-85-27 15:54:85
996 996 1351984 Buy>NT>DARWIN ... 2.8 2.8 2022-85-27 15:54:05
997 997 1351985 Buy>NT>DARWIN ... 2.8 2.8 2022-85-27 15:54:05
998 998 1351986 Buy>NT>DARWIN ... 2.8 3.8 2022-85-27 15:54:05
999 999 1351987 Buy>NT>DARWIN ... 2.8 2.8 2022-85-27 15:54:05

[100€ rows x 27 columns]

Summarize dataset: 1eex|

Generate report structure: l1ee%|

Render HTML: 1eeX|

= Export report to file: 188X|
(p‘) Summarize dataset: 186%|
- Generate report structure: 1ee%|

Render HTML: 1ee%|

{g} Export report to file: 1eeX|

| 73/73 [ee:@BceP:@0, B8.16it/s, Completed]
| 1/1 [ee:e5<00:0@, 5.185/it]
| 1/1 [ee:e3<00:0@, 3.325/it]

1/1 [ee:00<00:008, 110.89it/s]
| 73/73 [ee:e8<e0:80, 9.11it/s, Completed]
| 1/1 [e@:@5<00:08, 5.68s/it]
| 1/1 [ee:e5<@0:88, 5.85s/it]
| 1/1 [ee:ee<ee:0@, 47.98it/s]

PS C:\Users\laksh\Downloads>
@A & In1.Col1 Spacess4 UTF8 CRIF HIML & 0Q
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File Edit Selection

EXPLORER

> NO FOLDER OPENED
> OUTLINE
» TIMELINE

View Go Run Terminal Help heartdisease.py - Visual Studio Code | IR =R EIRH
% australiahousing py 2 heartdis = 1l O 0O . udcv < hhtml 9+ <> housing.htm| 9+
C ? Users » laksh > AppData > Local > Temp > Temp1_JNTUH_ML DL _assignment_3zip > JNTUH ML DL assignment 3 > @ heartdiseasepy > ...

1 import pandas as pd

2 from pandas_profiling import ProfileReport

3 df=pd.read_csv('heart_disease_uci.csv')

4 print(df)

5 profile=ProfileReport(df)

6 profile.to_file(output_file="heart.html")
profile=ProfileReport(df)

8 profile.to_file(output_file= "r.earti. html"™)

PROBIEMS @00 OUTPUT  DEBUGCONSOIE  TERMINAL
Export report to file: 1ea-=|_| 1/1 [ee:00ce0:00, 47.98it/s]
PS C: \users\laksh\Downloadn c:; ed [ ig 1t zip\INTU
N T artd
id age sex dataset cp ... oldpeak slope «ca thal num
e 1 63 Male Cleveland typical angina ... 2.3 downsloping ©.@ fixed defect -]
1 2 67 Male Cleveland asymptomatic 1.5 flat 3.8 normal 2
2 3 67 Male Cleveland asymptomatic 2.6 flat 2.8 reversable defect 1
3 4 37 Male Cleveland non-anginal 3.5 downsloping ©.8 normal -]
5 41 Female Cleveland atypical angina 1.4 upsloping ©.8 normal e
915 916 54 Female VA Long Beach asymptomatic ... e.e NaN NaN NaN 1
916 917 62 Male VA Long Beach typical angina ... E] NaN NaN NaN e
917 918 55 Male VA Long Beach asymptomatic ... e.e NaN NaN fixed defect F
918 919 58 Male VA Long Beach asymptomatic ... NaN NaN NaN NaN e
919 920 62 Male VA Long Beach atypical angina ... 8.0 NaN NaN NaN 1

[928 rows x 16 columns]
Summarize dataset: 1ee%|
Generate report structure: 1ee%|
Render HTML: 1eeX|
Export report to file: 1ee%|
Summarize dataset: 1@ex|
Generate report structure: lee%|

| 62/62 [@0:07<@0:00, B.88it/s, Completed]
| 1/1 [ee:e4<e0:00, 4.41s/it]
| 171 [ee:e2<@0:00, 2.65s/it]
| 1/1 [ee:ee<ee:00, 60.74it/s]
| 62/62 [@0:@6<00:00, 9.35it/s, Completed]
| 1/1 [ee:e4<00:00, 4.31s/it]

Render HTML:  &%| | e/1 [ee:00<?, ?it/s]

tvoA X

$8f python Deb...
[2] Python




@ Pandas Profiling Report X +

C (G) File | Cy/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML DL assignment_3zip/INTUH%20ML%20DL%20assign 1= ﬂ') o a

Pandas PI’Ofi”I’"Ig RepCll'l Overview Vanables Interactions Correlations Missing values Sample

Infinite {%) 0.0% Negative (%) 0.0%

I T T
Mean 53.51087 Memory size 7.3KB iy ! iling Report

More detalls

Python Deb
sex
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Distinct vale (.
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Missing
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Memory size
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Pandas Profiling Report
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C @ File| C:/Users/laksh/AppData/Local/Temp/Temp1_INTUH_ML_DL_assignment_3.zip/JNTUH%20ML%20DL%20assignment%203/hearthtm|

oldpeak

Real number (=)

MISSING ZEROS

Distinct 53 Minimum
Distinct (%) 6.2% Maximum
Missing 62 Zeros
Missing (%) 6.7% 2Zeros (%)
Infinite 0 Negative
Infinite (%) 0.0% Negative (%)
Mean 0.87878788 Memory size
slope
Categorical
Distinct 3
Distinct (%) 0.5%
Missing 309
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C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML DL assignment_3.zip/INTUH%20ML%20DL%20assi... = W

Pandas Profiling Report

dataset
Cateqgorical

Distinct
Distinct (%)
Missing
Missing (%)

Memory size

cp

Categorical

Distinct
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Missing

29°C
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v = ad

> C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL_assignment_3.zip/JNTUH%20ML%20DL%20assignment%203/heart htm| = T O a

Pandas Profiling Report

Overview Variables Interactions Correlations Missing values Sample

cp
Categorical
Distinct 4 asymptomatic [ .
— non-anginal ECIN
Distinct (%) 0.4% atypical angina 74
Missing 0 typical angina (I 46
Missing (%) 0.0%
Memory size 73KiB
More detalls
trestbps
Real number (=)
Distinct 61 Minimum ]
Distinct (%) 71% Maximum 200
Missing 58 Zeros 1
Missing (%) 6.4% Zeros (%) 0.1%
Infinite 0 Negative 0
Infinite (%) 0.0% Negative (%) 0.0%
Mean 132.1324 Memory size 7.3KiB
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@ Pandas Profiling Report x4+ v e a x

£ > C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL_assignment_3.zip/JNTUH%20ML%20DL%20assignment%203/heart htm| = O a
Pandas Profiling Report Overview  Variables  Interactions  Comelations  Missing values  Sample

chol
Real number (%)

MISSING ZEROS

Distinct 217 Minimum 0

Distinet (%) 24.4% Maximum 603

Missing 30 Zeros 172

Missing (%) 3.3% Zeros (%) 18.7%

Infinite 0 Negative 0

Infinite (%) 0.0% Negative (%) 0.0% \ II

Mean 189.13034 Memory size 7.3KiB - e

° & Ry &
Maore detalls

fos
Baolean

Distine 2 race (. R

True
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@ Pandas Profiling Report x  + v - a x

£ > C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL _assignment_3.zip/JNTUH%20ML%20DL%20assignment%203/heart htm| = O a
Pandas Profiling Report Overview  Variables  Interactions  Comelations  Missing values  Sample

restecy

Categarical

Distinet 3 nomal

S w hypertropny (ENEEC

Pistinet (4 oo st abnomay

Missing 2

Missing (%) 0.2%

Memory size 7.3 KB

Mare detalls
thalch

Raal number (5)

Distinct 119 Minimum 60
Distinct (%) 13.8% Maximum 202
Missing 55 Zeros ]
Missing (%) 6.0% Zeros (%) 0.0%
Infinite 0 Negative 0
Infinite (%) 0.0% Negative (%) 0.0%
Mean 137.54566 Memory size 7.3KiB
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C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL_assignment_3.zip/JNTUH%20ML3%20DL%20assignment%203/heart.htm!

Pandas Profiling Report

thal

Categorical

Distinet 3
Distinct (%) 0.7%
Missing 486
Missing (%) 52.8%
Memory size 73KiB
num

Categorical
Distinct 5
Distinct (%) 0.5%
Missing 0
Missing (%) 0.0%
Memory size 7.3 KB
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Mastly clear
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@ Pandas Profiling Report x4+ 14 - a X

C @ File | C/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL_assignment_3.zip/JNTUH%20ML%20DL%20assignment3203/hearthtm| = O a

Pandas Profiling Report Overview  Variables  Interactions  Correlations  Missing values  Sample

1.00
d H "ER B

il 0.75
trestbps
chol 0.50
thalch
oldpeak L 025
sex
dataset - 0.00
cp
fos - -0.25
restecg
exang ~0.50
slope
“::I -0.75
num . -1.00
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> C @ File | Cy/Users/laksh/AppData/Local/Temp/Temp1_JNTUH_ML_DL_assignment_2.zip/JNTUH%20ML%20DL%20assignment%203/heart htm|

i = a

e

o a

X

Pandas Profiling Report Overview  Variables  Interactions  Correlations  Missing values  Sample
First raws Last rows
id age sex dataset cp trestbps chol fbs g thalch g oldpeak slope ca thal nu
0 1 63 Male Cleveland typical angina 1450 2330 True Ivhypertrophy 1500 False 23 downsloping 0.0 fixed defect [s]
1 2 67 Male Cleveland asymptomatic  160.0 286.0 False |Ivhypertrophy 108.0 True 15 flat 3.0 normal 2
2 3 67 Male Cleveland asymptomatic  120.0 229.0 False Ivhypertrophy 129.0 True 26 flat 2.0 reversable defect 1
3 4 37 Male Cleveland non-anginal 130.0 2500 False normal 1870 False 35 downsloping 0.0 normal 0
4 5 4 Female Cleveland atypical angina 130.0 204.0 False Ivhypertrophy 1720 False 14 upsloping 0.0 normal 0
5 6 56 Male Cleveland atypical angina 120.0 236.0 False normal 1780 False 08 upsloping 0.0 normal 0
6 7 62 Female Cleveland asymptomatic 140.0 268.0 False |Ivhypertrophy 1600 False 36 downsloping 2.0 normal 3
7 8 57 Female Cleveland asymptomatic 120.0 354.0 False normal 163.0 True 06 upsloping 0.0 normal 0
8 9 63 Male Cleveland asymptomatic  130.0 2540 False Ivhypertrophy 147.0 False 14 fiat 1.0 reversable defect 2
8 10 53 Male Cleveland asymptomatic  140.0 2030 True Ivhypertrophy 1550 True 3 downsloping 0.0 reversable defect 1
L) L]
Report generated by ¥YData.
T 29°C an - e ENG 18:49
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